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Culti—Loops MAZEARIEFILAS /LR, BB WEH&EFHARE

B (—18C) %, HeHEA2-8CRA.

1,467.00

Acinetobacter baumanii ATCC®E19606 ™* & ST hiT ] ATCC® 19606 ™* CL1007

Acinetobacter lwoffil ATCCE1 7325 ™ B3E (BFK) T ohiTE ATCC®17925™ CLO503 kil
Aerococcus viridans ATCC®11563™* S 3KE ATCCE®11563™* CL1019 1,837.00
Aeromonas caviae ATCCE15468™* BES$HE ATCCE®15458 ™* CL1021 1,837.00
Aeromonas hydrophila ATCCE35654 ™* 8ok S BB ATCCE35654 ™* CL1013 1,837.00
Aeromonas hydrophila ATCCETI66 ™ kS B R E ATCC®7966 ™ CL1020 1,837.00
Arcanobacterium (Actinomyces) pyogenes ATCC® 49698™*  {k Rf2 ##F ) ATCCE49598 ™* CLO502 1,837.00
Arcanobacterium pyogenes ATCCE19411™* 1k B RS FHET B ATCCE® 19411 ™+ CL0504 1.837.00
Aspergillus brasiliensis (niger) ATCCEQOE42™* B () fhE ATCCEI42™* CL1102 1,837.00
Aspergillus brasiliensis (niger) ATCCE16404 ™* B (2) fhE ATCCE®16404™* CL1100 1,837.00
Aspergillus fumigatus KM 8001 M RE KM 8001 CL1018 ikl

Bacillus cereus ATCC®11778™* g 1 5 T AT B ATCCE11778™* CL1220 1,013.00
Bacillus cereus ATCCE14579™* g FE2F T B ATCC®14579™* CL1217 1,837.00
Bacillus lichenformis ATCC®12759™* Hh A AT E ATCCE12759™* CL1233 1,837.00
Paenibacillus (Bacillus) polymyxa ATCC®43865 ™* £ 5 FAFE ATCC®43865™ CL1224  1,837.00
Faenibacillus (Bacillus) polymixa ATCCES42™* & A FMHE ATCCEB42 ™= CL1235 1,837.00
Lysinibacillus (Bacillus) sphaericus ATCCEM525™* IR S AT E ATCCE®4525™* CL1229 1,837.00
Geobacillus (Bacillus) stearothermophilus ATCC®10149™* B HRE RAth SF #F R ATCCE®10149™* CL1202 1,837.00
Geobacillus (Bacillus) stearothermophilus ATCCE&12980™* FE LA Rt SFT AT ATCC®12980™* CL1219 1,837.00
Geobacillus (Bacillus) stearothermophilus ATCCE7353 ™ WE L AE RRith 2 4718 ATCC®7953™* CL1218 1,837.00
Bacillus subtilis ATCCEGE33™* HEFREFE ATCCEE633™* CcL1221 1,013.00
Bacteroides distasonis ATCCEB503™* (ORI E ATCCERE503 ™ CL1226 1,837.00
Bacteroides fragilis ATCCEZ25285™* i 554l #Fi5) ATCC®25285™* CL1250 1,467.00
Bactercides thetaiotacmicron ATCCE29741™* % FALHE ATCCE®29741 ™ CL1260 1,467 .00
Bacteroides ureolyticus ATCC®E33387 ™* i IR 5 ATCC®33387 ™ CL1201 1,837 .00
Bacteroides vulgatus ATCCES452 ™* ML T ATCCEB482 ™ CL1261 1.837.00
Bordetella bronchiseptica ATCCE10580 ™ FEE HEEFKE ATCC®10580™* CL1224 1,837.00
Bordetella bronchiseptica ATCCE4617™* FRE AL E ATCC®4617 ™* CL1223 1,837.00
Bordetella periussis ATCC®9340™* A B &5 R ATCCEI340™* CL1225 1,837.00
Moraxella (Branhamella) catarrhalis ATCC®25238™* FiB R (FF=i) B ATCCB25238™* CL1230 1,837.00
Moraxella (Branhamella) catarrhalis ATCC@®43143™* FfbBif (=) B ATCCB®49143™* CL1227 1,837.00
Moraxella (Branhamella) catarrhalis ATCC®8176™* +FibBif (=) & ATCCE8176™* CL1228 1.837.00
Brevundimonas diminuta ATCCE19146 ™ B BB SE i  iRE ATCCE®19146™* CL7200 1,837.00
Brochothrix thermosphacta ATCCE11509™* WL L ATCC®11509™ CL9038 1,837 .00
Burkholderia cepacia ATCCEZE608™* R E/REE ATCCE®25608 ™* CL1232 1,837.00
Burkholderia cepacia ATCC®25416™* A REREE ATCCE®25416™ CL5220 1,837.00

Campylobacter coli ATCC®33559 ™* B g% ATCC®33559 ™™ CL9039 1,837.00
Campylobacter jejuni ATCCE29428 ™~ %2 A g ATCC®29428™* CL1410 1,837.00
Campylobacter jejuni ATCCE33291 ™* %2 ¥ B E ATCC®33291 ™ CL1400 1,837.00
Campylobacter jejuni ATCC®33292™* %2 9 g ATCC®33202™* CL7070 )44
Candida albicans ATCC®10231™* F a2 BEE ATCC®10231™* CL1503 1,467.00
Candida albicans ATCC®14053™* F fa & 3%l ATCCE14053 ™ CL1501 1,837.00
Candida albicans ATCC®2091™* F & 5 ATCCE2091 ™ CL1523 1,837.00
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Candida albicans ATCC®60193™*

H a5 3&E ATCC®60193 ™ CL1502 1,837.00
Candida guilliermondii ATCC®6260 ™* FthF 3% E ATCCB®6260™* CL1521 1,837.00
Candida krusei ATCCE® 14243 ™ TR ATCCE14243™* CL1510 iy
Issatchenkia orientalis (Candida krusei) ATCCEG258™* FRAFRFEEE (REE5EE) ATCCEG258 ™ CL1520 1,837.00
Candida lusitaniae ATCCE34445™* WEFEEE ATCCE34445 ™" CL1243 i
Candida parapsilosis ATCCE22019™* i g SR E ATCCE22019™* CL1518 1,837.00
Citrobacter freundii ATCC®B090 ™* B TR TS ATCC®8090™* CL1800 1,013.00
Clostridium difficile ATCC®4685™* IR M4 F ATCCE9689 ™ CL1610 1,837.00
Clostridium difficile (toxin producing) ATCC@®43255™* (F=H)IR#EHE ATCCE43255™* CL1603 1,837.00
Clostridium novyi ATCCE7659™* B R ATCCETE59™? CL1605 1,837.00
Clostridium septicum ATCCE12464 ™* Fi WM @ ATCCE12464 ™* CL1650 4
Clostridium sordelli ATCCEY7 14 ™* FEHE ATCCEAT14™* CL1g602 1,837.00
Clostridium sporogenes ATCC®E11437 ™* 4 it ATCC®11437 ™ CL1703 1,837 .00
Clostridium sporogenes ATCCE19404 ™* 4 i B ATCC®19404 ™* CL1700 1,467.00
Corynebacterium jeikeium ATCCE437 34 ™ A EEHE ATCCE43734™* CL1801 1,837.00
Corynebacterium minutissimum ATCCEZ3348 ™~ th/\EFFE ATCC®23348 ™ CL1904 1,837.00
Corynebacterium xerosis ATCC®373™* F 24 ATCCE3TI™* CL1905 1.837.00
Cronobacter muytjensii (Enterobacter sakazakii) Cronobacter muytjensii (I I E5 i ) CL7093 wH
ATCCEL132g™* ATCCEE1329™*
Cryptococcus albidus ATCCE34140™* % EERIkE ATCCE34140 ™= CL1813 1,837.00
Cryptococcus humicolus ATCCEQ949™* 4 SRaTEE ATCCEI949™e CL1101

Edwardsiella tarda ATCC®15947 ™*

1,837.00

R B (4 ] ATCC®15947 ™+ CL1973  1,837.00

Eggerthella lenta ATCCE43055 ™" iR iR 1845 ATCCE43055™* CL1951 1,837.00
Enterobacter aerogenes ATCC®13048™* FES ¥R ATCC®13048 ™* CL7080 1,013.00
Enterobacter aerogenes ATCCE49701™* FES B#FE ATCC®49701 ™= CL1941 1.837.00
Enterobacter cloacae ATCCE1 3047 ™* A i Rn#FiE ATCCE®13047 ™= CLY020 1,013.00
Enterobacter cloacae ATCC®ET00323™* [A 4B #FE ATCC®700323 ™™ CL7094 kil
Enterobacter gergovias ATCC®33028™* H i&% BT & ATCCE®33028 ™* CL1940 1.837.00
Cronobacter muytjensii (Enterobacter sakazakii Cronobacter muytjensii

ATCC®51 329“«*21} ( } ATCC®513 el CLIEn IR0
Enterococcus avium AT CCEG D454 ™M* B inzk s ATCCE®49464 ™* CL1994 1,837.00
Enterococcus casseliflavus ATCCETQQIZ7 ™* A EMTEE ATCC®700327 ™™ CL7099 1,837.00
Enterococcus durans ATCCES056™* it 22 ik E ATCCEE056™* CL7032 1,837.00
Enterococcus faecalis ATCC®29212™* # iptk E ATCCE29212 ™ CL7030 1,013.00
Enterococcus faecalis (Vancomycin resistant) ATCC®51299™* (7 77 ¥ % )3 BikE ATCC®51299™* CL1996 1,837.00
Enterococcus faecalis ATCCE19433™* ¥ inTkE ATCC®19433™* CL1990 1,837.00
Enterococcus faecalis ATCCE49140™ EinTkE ATCCE40149™* CL7087 1,837.00
Enterococcus faecalis ATCCE7OB0™* #F ATk s ATCC®T7080™* CLE854 1,837.00
Enterococcus faecium ATCCEB5667 ™ i BpEk i ATCC®35667 ™* CL1956 1,837.00
Enterococcus gallinarum ATCCE&700425™* 36 R ks ATCCET00425™* CL1958 iRyl
Epidermophyton floccosum ATCCEL2066 ™ 2% EaRE ATCCEL2066 ™* cL1gvy 1,837.00
Erysipelothrix rhusiopathiae ATCCE194 14 ™* B B2 B ATCCE194 14 ™ CL1978 1,837.00
Escherichia coli ATCCE25922 ™ & B4 E ATCC®25922 ™* CL7050 1,013.00
Escherichia coli ATCCE3R218™* K iEHF E ATCC®35218 ™ CL1971 1,467.00
Escherichia coli 0157:H7 Non toxigenic strain NCTC12900 K EEHFE 0157:H7 JEF~F#% NCTC12900 CL1967 1,837.00
Escherichia coli ATCCE11229™* = BT E ATCCE11229™* CL1997 1,467 .00
Escherichia coli ATCC®11775™* B ATCCE11775™* CL1985 1,837.00
Escherichia coli ATCC®13706™* Rt E ATCCE®13706™* CL7083 1,467.00
Escherichia coli ATCCE4 157 ™* & B#T i ATCC®4157 ™ CL7088 1,837.00
Escherichia coli ATCCES 1445 ™ & B4 E ATCC®51448™* CL7097 ik
Escherichia coli ATCCE8739™" X BE#FE ATCC®ETr3gm™ CL7085 1,013.00
Eubacterium lentum ATCCE43055™* 1R E i ATCCE43055™* CL1951 1,837.00
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Finegoldia (Peptococcus) magnus ATCCE29328™* KGR RER (GH{EEkE ) ATCCE29328™* CL5002 1,837.00

Flucribacter bozemanae (Legionella bozemanii)

HMES WX HEE (HESEHR) ATCC®33217™* CL3951 1,837.00

ATCC®33217™*
Fluoribacter (Legionella) dumoffii ATCC®33279™* Bk EF B ATCCE33279™* CL3952 1,837.00
Fusarium oxysporum ATCC®48112™* JeFailk T ATCCE48112™* CL1983 Hi i
Gardnerella vaginalis ATCC®14018™* B E &L ATCC®14018™* CL2050  1,467.00
Geobacillus (Bacillus) stearothermophilus ATCC®10149™* WA A it 2E T T ATCC®10149™* CL1202 1,837.00
Geobacillus (Bacillus) stearothermophilus ATCC®12980™* I 05 A ath 2F TR T ATCC®12980™* CL1219 1,837.00
Geobacillus {Bacillus) stearothermophilus ATCC®7953™* & H i R tth 2 #F 5 ATCC®7953™* CL1218 1,837.00
Geotrichum candidum ATCC®34614 ™* [ #hE ATCC®34614™* CL3001 1,837.00
Haemophilus influenzae ATCC®49766™* R AT ATCC®49766 ™* CL3808  1,4B7.00
Haemophilus influenzae ATCC®9006™* RS AT ATCC®9006 ™™ CL3805  1,467.00
Haemophilus influenzae ATCC®10211 ™* R AT ATCC®10211 ™* CL3810  1,467.00
Haemophilus infuenzae ATCC®33930™* 7 M AT ATCC®33930™* CL3903 1,837.00
Haemophilus infuenzae ATCCEY9247 ™* i R AT @ ATCCE49247 ™* CL3830 1,467.00
Haemophilus influenzae NCTC 8468 i S MEF 3 NCTC 8468 CL9391 Hi i
Haemophilus parainfluenzae ATCC®7901 ™* B AR I #T# ATCC®7901 ™ CL4000  1,837.00
Issatchenkia orientalis (Candida krusei) ATCC®6258 ™+ FRARFE G (REEEEH) ATCCEE258™* CL1520  1,837.00
Klebsiella oxytoca ATCC®700324 ™* PR T E A ATCCET700324 ™* CL3912  1,837.00
Klebsiella oxytoca ATCC®45131™* T AR ATCC®49131™* CL7019  1,837.00
Klebsiella oxytoca ATCCERT724 ™= PR T (A E ATCC®8724 ™ CL3009 1,837.00
Klebsiella pneumoniae ATCC®700603™* B4 % S {AE ATCC®700603™* CL3074 1,837.00
Klebsiella pneumoniae ATCC®10031 ™* B 4: T E{A R ATCC®10031 ™* CL3930  1,837.00
Klebsiella pneumoniae ATCC®13883™* B4t T S {A R ATCC®13883™* CL7037 1,013.00
Klebsiella pneumoniae ATCC®27736™* Bl ¢35 E{HE ATCCR27736™* CL7031 1,467.00
Klebsiella pneumoniae ATCC®33495™* B 4 5 S # ATCCE33495 ™ CL7021 1,837.00
Klebsiella pneumoniae ATCC®35657 ™* B 4 5 B{A T ATCC®35657 ™* CL3922 1,837.00
Klebsiella pneumoniae ATCC® BAA-1705™* B4 7 1A ATCC® BAA-1705™* CL9384 w4
Klebsiella pneumoniae ATCC® BAA-1706™* B4 5 SO ATCC® BAA-1706™* CL9385 4
Kocuria (Micrococcus) luteus ATCC®533 ™ & FE Tl ATCC®533 ™ CL4070 1,467.00
Kocuria rhizophila ATCC®9341™* WE iR FE T ATCC®Q341™* CL4075 1,467.00
Lactobacillus acidophilus ATCC®314™* FETR ILATE ATCC®314™* CL3050  1,837.00
Lactobacillus acidophilus ATCC®4356 ™* PSS LT ATCC®4356™* CL2007 1,837.00
Lactobacillus brevis ATCC®8287 ™* SEELAF T ATCCE®8287 ™* CL3053 1,837.00
Lactobacillus casei ATCC®393™* FHSILEFE ATCCEA93™* CL3008  1,837.00
Lactobacillus delbrueckii subsp lactis ATCC®12315™* & FEEL AT 2L 08 ATCC®12315™ CL3100 1,837.00
Lactobacillus gasseri ATCC®19992 ™* & FETL#FE ATCC®19992™ CL3051 1,837.00
Lactobacillus plantarum ATCC®&8014 ™* IS ATCC®B014™* CL3052 1,837.00
Leclercia adecarboxylate ATCC®23216™* JE R £ 47 L ATCCER23216™* CL3926 1,467.00
ET“;EFZ'E’E"‘E';;Z[I t;“ﬁf"ﬁ”ae (Legionella bozermann) B AT (M2 SR HE)ATCCe33217™* CL3951  1,837.00
Fluoribacter {Legionella) dumoffii ATCC®33279™* HE 3k EH B ATCCE33279™* CL3952  1,837.00
Legionella pneumophila ATCCE33152™* W B 9 1% ATCC®33152™* CL3950  1,837.00
Listeria grayi (murrayi) ATCC®25401 ™* 1 FE (B B )3 45 ATCCE25401™* CL3959  1,467.00
Listeria innocua ATCC®33090 ™* T ®F A ATCC®33090 ™ CL9005 1,837.00
Listeria monocytogenes ATCCETH44 ™* #1548 f S 4 7 HTAS ) ATCCETE44 ™ CL3970  1,467.00
Lysinibacillus (Bacillus) sphaericus ATCC®4525 ™ 2 T4 ATCC®4525 ™ CL1228  1,837.00
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Malassezia furfur ST 8036 BROWME ST 8036 CL4023 1,837.00

Micrococcus luteus ATCCE10240™* % =i TkE ATCC®10240™> CL4071 1,837.00
Micrococcus luteus ATCCELE98™* i E N IkE ATCCE4698™ CL4085 1,837.00
Micrococcus luteus ATCCE497 32 ™ i S IkiE ATCCE49732™* CL4080 1,837.00
Kocuria (Micrococcus) luteus ATCCESII™* HEEERE ATCCE®L33™* CL4070 1,467 .00
Moraxella (Branhamella) catarrhalis ATCCE25238™* +HieBit (=) B ATCCE25238™* CL1230 1,837.00
Moraxella (Branhamella) catarrhalis ATCCE45143™* £ (=) B ATCCE®49143™* CL1227 1,837.00
Moraxella (Branhamella) catarrhalis ATCC®8176™* Efdf (F=3) B ATCCBES176™* CL1228 1,837.00
Moraxella catarrhalis ATCCE25240 ™ i hIE ATCC®25240™* CL1231 iy
Mycobacterium fortuitum (1 loop) ATCC®6841 ™= IR AS HF B (135) ATCCEB841™" CLOD12  1.837.00

Neisseria gonnorrhoeae ATCCE49226 ™" HfEZEE ATCCE49226™* CL2006 1,837.00
Neisseria gonorrhoeae ATCCE49981 ™* RIS EE ATCCE49981 ™* CL7075 1,837.00
MNeisseria gonorrhoeae ATCCE®19424 ™ MR EE ATCCE19424 ™= CL7041 1,467.00
MNeisseria gonorrhoeae ATCCE49926 ™" MiEEEE ATCCE49926™* CL2019 iy
Neisseria lactamica ATCCR®23970™* FLYEZ= 2 ATCCE23970™* CL7045 1,837 .00
Neisseria meningitidis ATCC®13090™* (Serogroup B) (BE%) ilii4 255 & ATCC®13090™* CL7049  1.013.00
Neisseria meningitidis ATCC®13102™* (Serogroup C) (CEf) Bl A= S ATCC®131027™* CLO007  1467.00
Ochrobactrum anthropi ATCC®49687 ™* A EHF# ATCC®49687 ™ CL4151  1,837.00

Paenibacillus (Bacillus) polymyxa ATCCE43865 ™* Z AT EFE ATCCE43865™* CL1234 1,837.00
Paenibacillus (Bacillus) polymixa ATCC®842™* % B R ATCCEg42™ CL1235 1,837.00
Fasteurella aesrogenes ATCCEZ7883™* SRS R ATCCE27883 ™* CL7103 1,837.00
Penicillium chrysogenum ATCC®E10106™* EBHE ATCC®10106™* CL7202 1,837.00
Peptostreptococcus anaerobius ATCC®27337 ™+ FEEE A aEkE ATCCE27IZ7 ™M CL7051 1,013.00
Finegoldia (Peptococcus) magnus ATCC®29328™* KRFRRER (ELTKkE) ATCC®29328™* CL5002 1,837.00
Peptostreptococcus micros ATCC®&33270™* MGl kg Tk ATCCEA3270™ CL7203 1,837.00
Plesiomonas shigelloides ATCC®51903™* Z W 4I 5 ME ATCC®51903 ™™ CL7218 1,467.00
Porphyromonas gingivalis ATCC®&33277 ™* SFERNF MRS AR ATCC®33277 ™™ CL2008 1,837.00
Propionibacterium acnes ATCC®11827 ™* B AR R ATCCE11827 ™ CL7052 1,837.00
Proteus hauseri ATCC®&13315™* ¥ RT R E ATCCE13315™* CL7057 1,467 00
Proteus mirabilis ATCC®12453™* T RTERHE ATCC®12453 ™ CL7059 1,837 .00
Proteus mirabilis ATCCE29906™* R TR ATCC®29906 ™* CL5055 uilkyly
Proteus mirabilis ATCC®@35659™* R T EH B ATCCE35659 ™ CL7077 1,837.00
Proteus mirabilis ATCC®43071™* A RT AT # ATCCE43071™* CL7073 1,013.00
Proteus mirabilis ATCC®&7002 ™~ R R R ATCC®T002 ™* CL7053 1,467.00
Proteus vulgaris ATCC@43132™* BT A A ATCCE®49132 ™ CL5151 Hi 4t
Proteus vulgaris ATCC®6380™* BT A E ATCCE®E380 ™ CL7069 1,467 .00
Proteus vulgaris ATCC®8427 ™* £ 0 15 R AT B ATCCB8427 ™* CL7058 1,467.00
Providencia alcalifaciens ATCC®51902™* PR DR TR ATCC®51902™" CL5169 1,467 .00
Pseudomonas aeruginosa ATCC®27853™* S4B AR R ATCCE®27853 ™" CL7060 1,013.00
Pseudomonas aeruginosa ATCC®10145™* &R £RERE ATCC®10145™* CL70865 1,013.00
Pseudomonas aeruginosa ATCC®15442™* 4R AR E ATCC® 15442 ™* CL7210 1,837.00
Pseudomonas aeruginosa ATCCE17934 ™* $EAFE B R E ATCCE17934 ™* CL5201 1,013.00
Pseudomonas aeruginosa ATCCEQD27 ™* 458 F R B ATCCEO027 ™* CL5210 1,013.00
Pseudomonas fluorescens ATCC®13525™* o {8 2R E ATCCE13525™* CL7216 1,467 .00
Pseudomonas putida ATCCE49128™* = E{HEPRE ATCCB49128™* CL7074 1,837.00

Rhizopus stolonifer ATCC®&14037 ™* TR E ATCC®14037 ™ CL7212 1,837.00
Rhodococcus equi ATCCE®6939™* L eTekE ATCC®B939™* CL5400 1,837.00
Rhodotorula glutinis ATCC®32765 ™™ HhLIE¥ £ ATCC®32765™" CL7095 1,837.00

Saccaromyces cerevisiae ATCCE4008™*

fia BB i ATCCE4098 ™*

CL&900

1,837.00
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Saccharomyces cerevisiae ATCCEO7E3™* fREFS & ATCCEg7a3 ™ CL8201 1.837.00
SS!IT?GHH la enterica subsp. enterica serovar Abony NCTC B 50 [T FE 5 T R0 #5255 & NCTC 6017 CLB007 1.837.00
Salmonella enterica subsp. enterica serovar Cholerasuis ARiE b 7] EC AR E I A R Mmis &Y CL9001 1.837.00
ATCCE10708™* ATCCE10708™* !
Salmonella enterica subsp. enterica serovar Enteritidis RpiE: 1K F B E L #h g 2 58 CL8200 1.013.00
ATCCE13076™* ATCCE1307/6™* !
Salmonella enterica subsp. enterica serovar Montevideo g MK EpET#ESEmFR CLB004 4
ATCCEB387 ™= ATCC®EB387™*

Salmonella enterica subsp. enterica serovar Newport mEIEEREET#SENSR CLB00S 1.837.00
ATCCERIG2 ™* ATCCEGOG2™* !
Salmonella enterica subsp. enterica serovar Poona NCTC i p 5 4

4840 fREd R EET A A M EE NCTC 4840 CLG00S 1,837.00
Salmonella enterica subsp. enterica serovar Typhimurium fpEs TR E ST A (R SR CLBO00 1013.00
ATCCE14028 ™ ATCC®E14028™* ?
Salmonella enterica subsp. salamae serovar Tranoroa ARiE ik ] B B 6 Aol F A Tranoroa [ i53Y CLEO1O 1837 00
ATCCET700148™* (NCTC 10252) ATCCE700148™* (NCTC 10252) :
Serratia liquefaciens ATCCEZ7592 ™™ i B B ATCC®27592 ™ CLB000 1,467 .00
Serratia marcescens ATCCE13880™* #h i BB ATCCE13880™* CL800Z2 1,837.00
Serratia marcescens ATCCE14756™* R B KR ATCC®14756 ™" CL2004 1,837.00
Serratia marcescens ATCCE8100™* £ R E KB ATCC®3100™* CLR001 Hi T
Shewanella putrefaciens ATCCE8071™* [ W5 TS ) ATCC®807 1 ™* CL7O071 1,467 .00
Shigella flexneri ATCC®12022™* serotype 2b REEEERE ATCC®12022™* 2bll iEHY CLE101 1,013.00
Shigella sonnei ATCCE25931™* FAEBERE ATCCB®25931™* CLE150 1,013.00
Shigella sonnei ATCCEQGZ290™* M E B EE ATCCEI290 ™* CL8151 1,467 .00
Sphingobacterium multivorum ATCCE&35656 ™* Z U ER TR ATCCE35656™ CL2004 4
Staphylococcus aureus ATCC®33862™* S EHWE R ATCCE33862™* CL7008 1,467.00
Staphylococcus aureus ATCCE25923 ™+ S ERWHERE ATCCE25923™* CL7010 1,013.00
Staphylococcus aureus ATCCE29213™* SEOWERE ATCCR29213™* CL7011 1,013.00
Staphylococcus aureus (MRSA) ATCCEZ3551 ™* S EBWEEE (MRSA) ATCC®33591 ™" CL7003 1,837.00
Staphylococcus aureus (MRSA) ATCC®43300 ™ & EBWETHE (MRSA) ATCC®43300™* CL9022  1.837.00
Staphylococcus aureus ATCCER538P ™* # BB WE R ATCCE6538P ™* CL9002 1.467.00
Staphylococcus aureus ATCCEBE3E™* = EHWEIKE ATCCEE538™* CLYO16 1,837.00
Staphylococcus aureus ATCC®9 144 ™* S EHWEIEE ATCCEI144 ™ CL7001 1,467.00
Staphylococcus aureus subsp. aureus ATCC®12800™* SELWEHREH SE BRI H ATCCE®12600™* CLE507 4
Staphylococcus aureus subsp. aureus ATCC@25178™* SELWEHBH EE BT H ATCCE®25178™* CL7015 1,837.00
Staphylococcus aureus subsp. aureus ATCCE®29247 ™* S ELWEHIE £ERITEH ATCCR29247 ™* CL7009 Hi i
Staphylococcus epidermidis ATCCE12228™* FEHS%BEATCCR12228™* CLG500 1,013.00
Staphylococcus epidermidis ATCCE14990™* F EH Sk E ATCCE14990 ™* CL&501 i
Staphylococcus hasmolyticus ATCCERZIG70™* A M EEE ATCC®29970 ™ CLE210 1,837.00
Staphylococcus hominis ATCCE27 344 ™* MNWEIKE ATCCE27844 ™= CL8211 1.837.00
Staphylococcus lugdunensis ATCC®&700328 ™* ZIANWH TR E ATCC®T00328 ™* CL8229 i) iy
Staphylococcus saprophyticus ATCC@&49907 ™* fEEWETRE ATCC®49907 ™* CL9020 1,837.00
Staphylococcus simulans ATCCE27851™* BT Ak B ATCCE®27851 ™* CL7013 kil
Staphylococcus xylosus ATCC®29971 ™+ A HET BBk B ATCC®2997 1 ™* CLB502 1.467 .00
Staphylococcus xylosus ATCCE35663™* A FEW Sk B ATCCE35663™* CL&505 1,467.00
Staphylococcus xylosus ATCC@700404 ™ A HEWEIEE ATCCETOD404 ™= CLB506 iy
Stenotrophomonas maltophilia ATCC®13637 ™* EESHEGHME ATCC®13637™* CL7087 1,467.00
Stenotrophomonas maltophilia ATCCE&49130™* =5 A= B p ATCCE49130™* CL3009 1,837.00
Stenotrophomonas maltophilia ATCC®51331™* HEE A B ATCC®51331™* CL7064 1,467.00
Streptococcus agalactiae ATCC®12386™* FCELiETEE ATCC®12386™ CL7027 1.467.00
Streptococcus agalactiae ATCCE13813™* FoFLaE ks ATCC®13813 ™ CL8250 1,467 .00
Streptococcus equi subsp. equi ATCCE9528™* L gEnk O F#h ATCC®O528™* CL1001 i
Streptococcus equi subsp. zooepidemicus ATCCE700400™* DL 483k 3 8 & 7 # ATCC®700400™* CLB225 kvl
Streptococcus equisimilis ATCC®E12388 ™ HaitkE ATCC®12388™* CL7035 i
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Streptococcus mutans ATCCE35668 ™* T FaE Tk ATCCE35668 ™™ CL7002 T 4ir

Streptococcus pneumoniae ATCCE49619™ B 44 Tk ATCO®MOG19™* CL9015  1,837.00
Streptococcus pneumoniae ATCC®27336™* B #: 48 TR E ATCC®27336 ™" CL7033  1467.00
Streptococcus pneumoniae ATCC®6303™* B A4 3R E ATCC®6303™* CL8221  1,467.00
Streptococcus pneumoniae ATCC®E305™* Bh 44k 3R E ATCC®6305™” CL7024  1467.00
Streptococcus pyogenes ATCC®19615 ™ W SETE B ATCC®19615™* CL7000  1,013.00
Streptococcus salivariusATCC®13419™ WEGE TR E ATCC®13419™* CL8222 #4r
Streptococcus sp. (Group D) ATCC@®9854 ™ (DEf)4E5E /2 ATCCEO854 ™" CLBB53  1,837.00
Streptococcus uberis ATCC®700407 ™ 7l 5 §E 3k E ATCC®T700407 ™ CL8236  1,837.00
Trichophyton mentagrophytes ATCC®0533™* M EBE ATCC®I533™* CL8300  1,837.00
Trichosporon mucoides ATCC®204094 ™* $h 42 T BE £ ATCC®204094 ™" CL8015  1,837.00
Trichophyton rubrum ATCC®28188™* 4T 8 fiFH] ATCC®28188™” CL8301  1,837.00
Vibrio parahaemolyticus ATCC®17802 ™* 517 0 M3 BT ATCC®17802™* CL9000  1,837.00
Vibrio vulnificus ATCC@®27562™* #1530 B ATCCB27562™ CLO017  1,837.00

|

Yarrow lipolytica ATCC®A773™* Bl % gl L REEE & ATCCE9TTI™ CLO003 1,837.00
Yersinia enterocolitica ATCCE23715™* /s B2 B /R 7 ATCCE23715™* CL7076 H 4
Yersinia enterocolitica ATCCEO610™* /iR BR2E EE /R ¥R E ATCCROG10™* CLS018 1,467.00

Culti-Loops FRIZEHEE

E=RHAMERER
gﬁ‘?ﬂﬁﬂﬁﬁﬂ%ﬁt . K EF#T i ATCC® 25922
scherichia coli ATCC® 25922™ EE B ATCO® 27853™
Fseudomonas aeruginosa ATCC®E 27853 ™* . C1000C 6,686.00
Klebsiella oxytoca ATCC® 49121 ™+ PREEEE ATCC® 49131 ™
T RATE ATCC® 49132™*

Proteus vulgaris ATCC®E 49132™*

E=[KHEEER
HEE T AEFIRE5 ”
Staphylococcus aureus ATCC® 29213™* i;&gﬁiﬁgg‘;@i?ﬂ
Enterococcus faecalis ATCCE 25212 ™ o c1001c 8.907.00
Streptococcus bovis ATCO® 49147 ™* B giskE ATCC® 49147
i S M EkE ATCC® 49732™"

Micrococcus luteus ATCCE 49732 ™"

1

—

3




Quanti-Cult™"®

FOEARN0DNHL, TRAH TV T100 ci/0.1ml, FHLEHE

FH1.1ml, Quant—Cult™ B f£2-8CH5F.

B bR B LA TR

Aspergillus brasiliensis (niger) ATCC®16404 ™*

S ghE ATCCE16404™* Q1100C 13,593.00
Bacillus subtilis ATCC®6633™* HESFBHE ATCCEE633™* Q1221C 13,593.00
Brevundimonas diminuata ATCC®19146™* PSS S RRE ATCCE®19146™* Q1300Ct  13,593.00
Burkholderia (Pseudomonas) cepacia ATCC® 25416 ™* HEE S E/RERE ATCCE25416™* Q5220C 13,593.00
Candida albicans ATCC®10231™* H &2 ATCC®10231™* Q1503C 13,593.00
Candida albicans ATCC®2091™* H 535 ATCC®2091™* Q1601C 13,593.00
Clostridium sporogenes ATCC®11437™* 4Tt E ATCC®11437™* Q1703C 13,593.00
Clostndium sporogenes ATCC®19404 ™* Tt E ATCCE®19404 ™* Q1700C 13,593.00
Enterococcus faecalis ATCC®29212™* FE ARk E ATCC®29212™* Q7030C 13,593.00
Enterococcus faecium ATCCE35667 ™* B iaEk i ATCC®35667 ™* Q1956Ct  13,593.00
Escherichia coli ATCC®8739 ™™ - RA#F E ATCC®8739™* Q7085C 13,593.00
Kocunia rhizophila (Micrococcus luteus) ATCC®934 1 ™* FEHREE T (S Tk E) ATCCEO34 1™ Q4075C 13,593.00
Pseudomonas aeruginosa ATCCE9027 ™* i &x{H .M B ATCC®O027 ™* Q5210C 13,593.00
Salmonella abony NCTC 6017 Bl B b B NCTC 6017 Qe007C 13,593.00
Salmonella enterica subsp. enterica serovar cholerasuis ; '
ATCC®10708™* °sP fir%gé}%ﬁ%’;ﬁﬁﬂﬁ L Qo001Ct  13,583.00
Salmonella entenica subsp. entenica serovar Typhimurium ; ¥
ATCC®13311™* o P fﬂ%ﬁé}]iﬁ%@]ﬁﬂﬁ{ﬁﬂﬂﬁﬂ Q6100C 13,593.00
Salmonella enterica subsp. enterica serovar Typhimuri ; X
ATCC®14028 ™* ki BAiNRe ﬁ%}g %@ﬁﬂﬁﬁm&& Q6000CT  13,593.00
Serratia marcescens ATCC®8100™* R B K E ATCC®8100™* QBO01CT  13,593.00
Shigella sonnei ATCC®25931™* FAEWEHE ATCCE25931 ™ Q6300Ct 13,593.00
Staphylococcus aureus ATCC®6538™* = E B HEEE ATCCERE538™* Q7016C 13,593.00
Staphylococcus aureus ATCC®6538P™* & EHWEKE ATCCE6538P ™" Qoo02C  13,593.00
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